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5 sl FkULES A5 H A eSS SRIlpIZEN Hfy (PHP) £
1 LA Vi JE I BEA:  (ASFV-General) DNA MiEPCR 1,800
2 Feom pea ASFVELbk = $UBRK I (ASFV-AI177L/EP402R/MGF505-2R) DNA 4 qPCR 2,500
3 e ¥ ASFV—#I/ — ) /AR FHM % E (ASFV-Genotype 1/11/Recombinant) DNA % HqPCR 2,500
4 e 3 ASFV P72/mCherry/eGFPhRiCEAS (ASFV-P72/mCherry/eGFP) DNA %2 HqPCR 2,500
5 s 3 DA RE H A AR SERERM_(ASFV-B-GUS/mCherry/cGFP) DNA % HqPCR 2,500
6 9 % ASFVEEZAR FbAa I (ASFV-Recombinant) DNA HFPCR 1,800
7 R i} R B8 AU . (PRRSV-General) RNA HFEqPCR 1,800
8 b b o ORI BRI (HP-PRRSV) RNA ¥ qPCR 1,800
9 VB b R AL/ BRI AR S BRI (PRRSV-NA/EU) RNA 4 qPCR 2,500
10 il b Few Ep AL 2/ B B M/ 2ENADC30/ 26N ADC34Y 5 %544 RNA % EqPCR 2,500
11 b b TERATVEIS R S (PEDV) RNA HiFqPCR 1,800
12 e 1 \%Eﬁgﬁaﬁ\ﬁ/%i’éﬁ%Hﬁ&/%dﬁﬁﬁtﬂﬂ/%m%ﬁﬁﬁ%mﬁﬁﬁ (PEDV/TGEV/Ro RNA 4 FqPCR 2,500
13 K i IR (CSFV) RNA B qPCR 1,800
14 b b TEOERIR i REoBFE M (PRV-gE) DNA HiFqPCR 1,800
15 Feo pra FER PR 2/ 3R (PCV2/PCV3) DNA 4 qPCR 2,500
16 FE i EYNFE AN (PPV) DNA M EqPCR 1,800
17 b b TR REATIRI (SIV-A) RNA ¥ F qPCR 1,800
18 H i HAZR RF R JEV) RNA PiFEqPCR 1,800
19 AL A FIFEHR/M (GETV) RNA #TqPCR 1,800
20 J i B9 X RAAA I (Mhp) DNA HiEqPCR 1,800
21 H i HEBARE R 5 AT R (APP) DNA PiFEqPCR 1,800
22 K i FEEERRBERASIN (S. suis) DNA M EqPCR 1,800
23 b b R VI B A (HPS) DNA M qPCR 1,800
24 b b3 TGV MG SR (P25 #ki . PPE) DNA HiFgPCR 1,800
25 IR b FERR G NRTE AR I (B. hyodysenteriae) DNA B qPCR 1,800
26 b b P FERERBI AR (ECET) DNA HiF qPCR 1,800
27 & &) & PR EEABJK I B 4 BRI (ALV-A/B/J/K) RNA 4 #qPCR 2,500
28 & bS] Yk IR Fi Il (IBDV) RNA HiEqPCR 1,800
29 3] e etk LR ERI (IBV) RNA M qPCR 1,800
30 B ] BIREEHAAE I (NDV) RNA HiFqPCR 1,800
31 B b AL IR BRI (MDV) DNA HiFqPCR 1,800
32 B ] X1 ek B MR FE A (CIAV) DNA M qPCR 1,800
33 B b A1 Ytk A R AR (ILTV) DNA HiFgPCR 1,800
34 & bS] G AR B3 AR AR (REV) RNA B EPCR 1,800
35 B ] WELZAEREAN (EDSV) DNA HLEqPCR 1,800
36 am ] s T F AR (FAAV-U) DNA #TqPCR 1,800
37 B b XFE SRR (MG) DNA HiFqPCR 1,800
38 3] e XV VR S R AR (MS) DNA HiEPCR 1,800
39 B b AT/ TR S R A R (MG/MS) DNA % EqPCR 2,500
40 & i FIRIMIE AR A (NDRV) RNA B EPCR 1,800




3 iRl IE/NES A H HRRER BB Hiffy (PHP) &
41 B i 5 F BRI s s 230 (DHAV-3) RNA HiFgPCR 1,800
42 a L MRS R (M) W (DVEV) DNA HHqPCR 1,800
43 B L 3R P Ffal (DuCV) DNA HiEgPCR 1,800
44 B L A% Yubtk RO S A I (P2 HLBR G R. anatipestifer) DNA HiFgPCR 1,800
45 P " NG RKM (GosPV) DNA T qPCR 1,800
46 B & GEA) AR & R BRI (AIV-General) RNA B HEqPCR 1,800
47 L & GEAD) B BYREEHTIERK M (ATV-HT7) RNA HiFgPCR 1,800
48 a & GEM) BIBIR TN ARG (AIV-N9) RNA HHqPCR 1,800
49 B g GEi SRR EHS/HOWAI (ATV-H5/H9) RNA % HqPCR 2,500
50 & & GEAD) EIFIAIHR R (ARV) RNA HiFgPCR 1,800
51 ah & GEM) BEIAN (ZRXEKAFHE P. multocida) DNA HHqPCR 1,800
50 & . 0 ;%lelf)ﬁﬂﬁ TR S D A/ RO S SRR/ A ek S R R /S AR e i e (MS/MG/IBV DNA/RNA 4 %qPCR 2,500
53 95 4+ AR B R AL (LSDV) DNA M EQPCR 1,800
54 L] 4 SRR A (BHV-1, R B 5% IBR) DNA HLHqPCR 1,800
55 L] + RS R SR (BVDY) RNA HHEqPCR 1,800
56 L] 4 ek ER R (BCoV) RNA HiHgPCR 1,800
57 L] 4 FRARFFN (BAstV) RNA HLEqPCR 1,800
58 2 4 HLERATERI (M. bovis) DNA M EPCR 1,800
59 L] 4 G YL R ¢ (AR igE) kil (CBPP) DNA HiHgPCR 1,800
60 L] 4 A0 HURREI (40KL/ £ B BRER R IR B.g/E.m) DNA % HqPCR 2,500
61 9 4 PR R EKORM (ETECK99, B/ JGFMIE) DNA HHgPCR 1,800
62 F ¥ MFEEHR R (SPV) DNA HiHgPCR 1,800
03 T * N BPERFERL (PPRV) RNA HLHqPCR 1,800
64 F * LA YR MR Al SR A (MCCP) DNA HHEqPCR 1,800
65 K= XJF FIBELEA R FR AR (WSSV) DNA HLEqPCR 1,800
66 K= RIEN PRSP AAENLAIRFER #EA I (IMNV) RNA HLHqPCR 1,800
67 Kz RILIN WRAF M s (EHP) DNA HHEqPCR 1,800
68 K= K f MK 225055 FAZIR KL (A. ocellatum) DNA HiEqPCR 1,800
69 K= FEf FAefaiipagam (TiLv) RNA HLHqPCR 1,800
70 K= AT AW EIRFER TR (NNV) RNA HHEqPCR 1,800
71 K= K=Y F s IMAPERE A (V. parahaemolyticus) DNA P qPCR 1,800
72 K= K5 FEK BRI (A hydrophila) DNA HLEqPCR 1,800
73 2SR A/ ANEHLR A6 R (Brucella spp.) DNA HHEqPCR 1,800
74 N ITA/ A AFILR S AW EIRERM (S. aureus) DNA HiHgPCR 1,800
75 N IETA/ N ZEWFERRI (Listeria spp.) DNA HLEqPCR 1,800
76 2SR A/ ANELR WITKE AN (Salmonella spp.) DNA HHEqPCR 1,800
77 NI TA/ AR Z Y FES SR RN (C. perfringens) DNA HiEqPCR 1,800
78 AR K B 2R [ Bk 2@k (FMDV-General ) RNA M qPCR 1,800
79 WERSS — P16 tRNAFLFFRSs (16S rRNA) — — 12,000 MR KRR R
80 fkte s — TR E R F R =T (AFs/ZEN/DON) — — 1,500 ELISA ka0 2k




